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Install and running BIOGEME, a cross-platform solution using https://noto.epfl.ch  

Noto is a single use Jupyter notebook webserver hosted on epfl. It is a suitable alternative if you 

cannot successfully set up biogeme/python on your local computer. 

First, go to https://noto.epfl.ch  

 

This is the welcome page for a jupyter server hosted on epfl servers for you to use. 

 

Start by activating a Terminal command line: 

click this 

 

 

 

https://noto.epfl.ch/
https://noto.epfl.ch/
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It will take you to a terminal screen. You will need to do the following steps to set up your noto 

environment to have biogeme working. 

 

 

Type: my_venvs_create biogeme_env  

 

A Python virtual environment is created that will host the biogeme installation and the required 

libraries. You only need to do this installation once, except if the virtual environment is removed, 

more on that later. 

Once it is done, activate the virtual environment: 

my_venvs_activate biogeme_env 

 

You will have (your_env_name) ch-epfl-xxxx@noto:~ $ in front of your command line, to 

indicate that you are in a virtual environment. 

Installing BIOGEME 

type pip install biogeme in the command line (in your virtual env) 

 

Now, create a custom kernel for biogeme, type: my_kernels_create biogeme_py_kernel 

(you can use any name you want) 
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At this point, your new kernel is created. Now REFRESH your web browser and a new kernel will 

show on your welcome page. To go back to the welcome page, close all your notebooks and terminal 

or click the “+” on the top left corner 

Starting a new kernel 

Click on the kernel you have just created to start a biogeme kernel 

 

You will now see that the notebook is running in the “biogeme_py_kernel” Python environment, 

which means it has the biogeme package installed 

 

Type: 

import biogeme.version as ver 
print(ver.getText()) 
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If you see the output above, you have successfully set up biogeme on noto! 

Note: noto is not a “google drive”, your work is saved on the EPFL server, but you may lose your 

work if the noto server is reset/corrupted on the server side (not in our control). ALWAYS SAVE 

YOUR WORK ON YOUR LOCAL COMPUTER (just in case)! 

For information on how to use python/biogeme on Jupyter refer to 

https://jupyterlab.readthedocs.io/en/stable/ 

Hints: It is a good idea to organize your course folder to store your scripts/data/exercises. Create a 

folder e.g. “mmb” in the main noto directory: 

 

 

Importing your .ipynb files into noto 

Running biogeme on your .ipynb files in noto can be done by dragging your files into the directory 

panel or by the upload button on the top right 

 

https://jupyterlab.readthedocs.io/en/stable/
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Open your imported .ipynb file and change the kernel to the biogeme kernel that you have created 

 

 

 

It should display the right kernel which links the notebook to the correct Python virtual env with 

biogeme installed. 
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Other helpful commands 

To remove kernel (in case you want to restart everything, this won’t remove your files), in terminal: 

my_kernels_remove the_name_of_your_kernel 

 

To remove your virtual environment: 

my_venvs_remove the_name_of_your_venv 

 


